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ID Effective reads number(M) Effective rate Total reads(M) Q30
1 >75 70.2% 332 86.3%
2 >6.23 72.0% 280 85.1%
3 ~977 74.8% 409 890%
4 ~697 71.7% 313 86.1%
s ~85 75.0% 366 89.4%
6 >8.12 73.7% 333 87.2%
7 =74 71.8% 331 84.7%
g =79 72.1% 355 86.2%

9 >9.3 72.2% 352 86.7%
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Sample ID Input volume cf DNA Conc Total mass yield per 100 pL sample
(ML) (ng/uL) (ng) (ng)
Si 300 0.4 6 2
S2 300 0.4 6 2
S3 300 0.5 75 25
S4 300 0.37 5.6 19
s5 300 0.42 6.3 21
s1 600 0.72 1.5 19
52 600 0.73 1.6 19
s3 600 0.74 n.8 2
S4 600 0.82 13.1 2.2
s5 600 0.77 12.3 2.1
~mls2

H2ENEHR ~45min
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REARZERY 13

BAIRNE FTIZEY 300uL, EENGIZET 220pL

BIE SN Sitans) MGISP-100, MGISP-960

BE MGISP-100(16rxn/1h/run) , MGISP-960(96 rxn/1h/run)
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